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Results: 43.9% of patients achieved a rapid virological
response (RVR) and 69.1% of patients had a complete
early virological response (cEVR). The serum alanine
aminotransferase (ALT) normalization rates were 70.9%
and 86.2% at week 4 and 12. Analyzing IL-28B variation
(rs12979860), more proportions of patients with the
CC genotype (46.7% or 75.3%) achieved a RVR or a
cEVR respectively, compared to patients with the CT/TT
genotypes (23.8% or 35.3%). However, in a multivariable
logistic regression model, the IL-28B genotype was not
shown statistically to be a predictive value for RVR or cEVR.
Baseline predictive factors for RVR included the serum HCV
RNA <4×105 IU/mL (OR: 0.16) and gender (in females,
OR: 0.39). The HCV genotype was only a predictive factor
for cEVR (2a vs 1b, OR: 8.80). The treatments for 28 patients
were discontinued due to adverse events such as anaemia
and fatigue.
Conclusion: The recombinant IFNa-2b therapy demon-
strated a potent anti-virus effect and a signiﬁcant
biochemical improvement. It has good tolerance and safety
proﬁles. The serum HCV RNA, gender and the HCV genotype
were identiﬁed as valuable predictors for patients who
responded to IFN/RBV treatments in the present study.
OL-008 The Diagnostic and prognostic signiﬁcance of
intrahepatic transforming growth factor-b1,
angiotensin converting enzyme-2, alpha smooth
muscle actin and endoglin in liver ﬁbrosis
associated chronic HCV infection
N. Ehsan1 *, O. Hendy1, M. El-Sabawi1, O.K. El Hadad1.
1National Liver Institute, Egypt
Background: Hepatic ﬁbrosis develops as a response to
HCV-related chronic liver injury. Proliferative response of
hepatocytes is crucial in HCV infection as hepatocytes are
the primary site for HCV replication and receive different
cellular stress from surrounding cells.
Objectives: To study intrahepatic expression of
transforming growth factor beta-1 (TGF-b1), Angiotensin
converting enzyme-2 (ACE-2), alpha smooth muscle actin (a-
SMA) and endoglin, a TGF-b receptor in liver biopsies from
patients with chronic HCV infection and correlate results
with stage of ﬁbrosis and necro inﬂammatory activity.
Methods: Forty two patients with chronic HCV infection,
20 females, 22 males, median age 34.5 years whose liver
biopsy showed different stages of ﬁbrosis were included
in this study. Tissue expression of TGF-b1, ACE-2, a-SMA
were investigated by immunohistochemistry on parafﬁn
embedded liver tissues and tissue expression of endoglin
by immunoblotting. Immunoreactive semiquantitative score
was applied to compare immunohistochemical results with
histological ﬁndings according to Ishak scoring system for
histological activity index (HAI) and stage of ﬁbrosis.
Results: Statistical analysis of data revealed a signiﬁcant
correlation between tissue TGF-b1, ACE-2, a-SMA
andendoglin with stage of ﬁbrosis; p < 0.001, 0.05, 0.01,
0.001respectively. Moreover, TGF-b1 correlated signiﬁcantly
with HAI, p < 0.05.
Conclusion: Data from this study provide evidence for
the implication of ACE-2 and TGF-b receptors in the
pathogenesis of hepatic ﬁbrosis as well as a possible role in
prognostic and therapeutic management of cirrhosis.
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PL-002 Synthesis and antimicrobial activity of the novel
siderophore sulfactam BAL30072
M.G.P. Page1, E. Desarbre1, K. Gebhardt1, B. Hofer1,
C. Mueller1, F. Richalet1, A. Schmitt-Hoffmann1, W.B. Shi2,
T. Xie2, H.Y. Xu2, A. Man1 *. 1Basilea Pharmaceutica
International Ltd, 4005 Basel, Switzerland, 2Basilea
Pharmaceutica China Ltd, Haimen, PR China
Background: The emergence of serious infections caused
by multidrug-resistant Gram-negative bacteria (MDR-GNB)
presents a signiﬁcant therapeutic challenge to clinicians.
MDR-GNB can express altered penicillin-binding proteins
(PBPs) or produce b-lactamases, which hydrolyse the
antibiotic. They can also express efﬂux systems that
actively pump the drug into the extracellular environment
or reduce the permeability of the outer membrane by
mutation of porins. The growing resistance to carbapenems
amongst these strains is causing particular concern and new
antibiotics able to overcome these resistance mechanisms
are urgently needed.
Methods: Antimicrobial susceptibility testing was performed
by broth microdilution according to CLSI recommendations
but using Iso-Sensitest broth supplemented with 16mg/L
2,2’-bipyridyl to induce iron uptake. The efﬁcacies of
BAL30072 and comparators were tested against MDR-GNB
in a mouse model of septicaemia.
Results: The siderophore sulfactam BAL30072 emerged as
the most potent compound amongst a series of novel
monocyclic beta-lactam derivatives. BAL30072 was active
against a wide-range of MDR-GNB including difﬁcult to treat
organisms such as P. aeruginosa and Acinetobacter species.
It was shown to exploit essential iron uptake systems to
bypass the mutated porins, not to be a substrate for efﬂux
pumps and to be stable towards many beta-lactamases,
especially carbapenemases. BAL30072 showed good efﬁcacy
against carbapenem-resistant strains in the septicaemia
model.
Conclusions: BAL30072 is a novel siderophore sulfactam
with potent activity against MDR-GNB. The in-vitro activity
translates into a protective effect in an animal model of
infection. The compound, which is currently in phase I
clinical testing, addresses the growing problems caused by
multi-resistant Gram-negative bacteria.
OL-009 Diverse clonal, multidrug-resistant
community-acquired, methicillin-resistant
Staphylococcus aureus isolated from Chinese
children
Y.C. Liu1 *, X.M. Li1, Y.H. Yang1, M.G. Wang2, X.Z. Shen1.
1Beijing Children’s Hospital, Capital Medical University,
2Huashan Hospital, Fudan University, China
Background: Community-acquired methicillin-resistant
Staphylococcus aureus (CA-MRSA), including those encoding
Panton-Valentine leucocidin (PVL), are often described more
susceptible to most antimicrobial agents except for non-b-
lactam antibiotics, than hospital-acquired MRSA. Recently,
separate studies have reported the emergence of multidrug-
resistant CA-MRSA in certain clones. In this study, the
multidrug-resistant CA-MRSA isolates were detected and
their distribution was determined in different clones in
Mainland China.
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Methods: A total of 126 CA-MRSA isolates were collected
from Chinese children from eight different regions from
2008 to 2009. Susceptibility to 16 antimicrobial agents was
determined via the agar dilution method. The genotypic
characteristics of the isolates were tested by SCCmec
typing, spa typing, and multiloci sequence typing (MLST).
The presence of the PVL gene was also detected.
Results: Up to 75.4% (95/126) of the isolates were resistant
to more than three classes of antibiotic. In the MLST
clonal complex (CC) 59, the multidrug-resistance rate
reached 83.3% (55/66); the most prevalent multiresistant
antibiotics group included erythromycin, tetracycline,
clindamycin and chloramphenicol. PVL-positive CC59-MRSA
strains were found more resistant to gentamicin than their
PVL-negative counterparts (46.4% versus 16.7%, P < 0.05).
Multiple antibiotic-resistant representatives of CCs 5, 1, 30,
88, and 45 were also identiﬁed. Among the CC30 strains,
5 high-level mupirocin-resistant isolates that expressed the
mupA gene were detected, and this gene was located on a
plasmid varying in size between 23 and 54.2 kb.
Conclusion: Multiple antibiotic-resistant CA-MRSA in diverse
clones is circulating in Chinese communities. Continued
epidemiological surveillance of CA-MRSA is warranted. This
paper also highlights the transmission of mupirocin-resistant
clones and plasmids.
OL-010 Prevalence and risk assessment of CA-MRSA
nasal colonization in patients of Loghman Hakim
Hospital, Tehran, Iran
S. Shokoohi1, F. Abbasi2 *, S. Sazgar1, B. Hajikhani1,
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Objectives: Community-associated methicillin-resistant
Staphylococcus aureus (CA-MRSA) is a serious pathogen and
its nasal carriage is a risk factor for subsequent infections.
This study aims at determining the prevalence of and risk
factors for CA-MRSA colonization at the time of hospital
admission in our community.
Methods: In one year period, patients coming to the
emergency department of our hospital were interviewed
and anterior nares cultures were obtained within 24 hours
of admission. Antibiotic susceptibility tests were performed.
A positive culture of MRSA within 24 hours of admission was
considered as CA-MRSA. Chi-square test was performed for
assessment of associations between culture results and the
studied risk factors.
Results: 56 (14%) and 11 (2.7%) of 400 patients had a
nares culture positive for S. aureus and MRSA respectively.
HIV infection (P value = 0.001), nursing homes residence
(P value = 0.033) and nasal anatomic abnormalities
(P value = 0.033) had signiﬁcant association with CA-MRSA
cultures. However in logistic regression, no statistically
signiﬁcant association was found. 45% of MRSA cultures
showed induced resistance to clindamycin on D-test.
On tigacyline E-test, based on a 12mg/ml cutoff for
susceptibility, 6 (54.5%) showed resistance.
Conclusion: Our study showed CA-MRSA prevalence to
be 2.7% and didn’t demonstrate any association between
recent hospitalization, antibiotic use and intravenous drug
abuse with CA-MRSA carriage unlike other studies. This may
have been a result of CA-MRSA low prevalence.
OL-011 In vitro activity of fusidic acid against
Staphylococcus aureus strains
E. Anastasiou1, E.-E. Farmaki1, E. Pertsas2, E. Kakasi1,
A. Koteli1 *. 1Microbiology Laboratory, St. Paul’s General
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Aim: to investigate the in vitro susceptibility of S. aureus
strains to fusidic acid that isolated from community and
hospitalized patients during January 2008 to November
2010.
Materials and Methods: The material comprised 140
strains of S. aureus [74 methicillin-sensitive (MSSA)
and 66 methicillin-resistance (MRSA)]. Identiﬁcation of
microorganisms and susceptibility test was performed
with the Vitek 2 Compact (BioMerieux® France) and
susceptibility disc diffusion method according to CLCI
directions. Oxacillin MIC test was determined with Vitek
2 Compact (BioMerieux®) and conﬁrmed furthermore with
E-test method (BioMerieux® France). The S. aureus ATCC
29213 was used as a controlstrain. Strains with MIC value
2mg/L were interpreted as resistance tofusidic acid.
Results: 114/140 of S. aureus strains were isolated from
inpatients (54 MRSA and 60 MSSA) and 26/140 (12 MRSA
and 14 MSSA) from outpatients. Intra-hospital strains were
isolated from pus (n = 29), blood (n = 19), urine (n = 2), CVC
(n = 1), traumas (n = 53), tracheal secretions (n = 1), body
ﬂuids (n = 9). Community strains mainly originated from
trauma (n = 12), pus (n = 11), trachea ﬂuid cultures (n = 3).
None of the MSSA strains were found to be resistant to
fusidic acid while 3/91 MRSA strains were resistant and 2/91
were intermediate. The resistance (R+I) of S. aureus strains
to fusidic acid for outpatients and inpatients respectively
were: 40% and 31% in 2008 to 44% and41% in 2010. The
resistance (R+I) of MRSA for inpatients was 48.15%, for MSSA
8.3% and of MRSA for outpatients 75%.
None of the outpatiens’ strains MSSA showed resistance to
fusidic acid. No strain of S. aureus showed resistance to
vancomycin, daptomycin, teicoplanin and linezolid.
Conclusions: Fusidic acid can be considered as an
alternative drug for the treatment of infections due to
both MRSA and MSSA strains. It has only a few side effects
and is usually well-tolerated by patients as an oral drug.
OL-012 High prevalence and molecular analysis of
macrolides-nonsusceptible M. catarrhalis
isolated from nasopharynx of healthy children
in China
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H. Wang2. 1Department of Clinical Laboratory, Peking
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Objectives: To investigate the high prevalence and molec-
ular analysis of macrolides-nonsusceptible M. catarrhalis
isolated from nasopharynx of healthy children in China.
Methods: All isolates were determined for susceptibilities
to common drugs using E-test method in accordance with
manufacturers’ guidelines, and broth microdilution method
was used to check the results of macrolides-nonsuscepitible
M. catarrhalis; Production of b-lactamase was performed by
nitroceﬁn test; The method of PCR and sequence analysis
was used to detect the presence of ermA, ermB, ermC,
ermF, mefA, mefE genes and the presence of mutations in
23S rRNA gene among the 171 strains of M. catarrhalis (153
